Raw or minimally processed vegetables are popular for health reasons and for their unique textural and flavor attributes. While many aroma volatiles are produced in situ when plant tissues are mechanically disrupted, enzymes expressed in bacteria in oral microbiota such as cysteine-b-lyase (EC 4.4.1.13) may also contribute to aroma formation in-mouth during consumption. Interactions between raw cabbage and fresh human saliva (n ¼ 21) were measured ex vivo by real-time monitoring of sulfur volatile production by proton transfer reaction mass spectrometry (PTR-MS). Inter-individual differences in the concentration of sulfur volatiles from the breakdown of S-methyl-L-cysteine sulfoxide (SMCSO) in fresh cabbage by saliva were characterized and a 10-fold difference in the extent of sulfur volatile production was measured across individuals. The overall intensity and garlic odor of raw cabbage was positively correlated with the concentration of sulfur volatiles after incubation with fresh human saliva. A buildup of SMSCO-derived sulfur volatiles in vivo, over twenty repeated mouthfuls was demonstrated, indicating that these reactions can affect sensory perception within the timescale of eating. These findings show the perceived odor experienced when eating cabbage differs, thus resulting in a unique flavor experience between individuals.
Introduction
Many consumers seek out the unique texture and flavor of raw or minimally processed plant foods [1] . Raw or minimally processed salads or slaws are popular due to greater retention of some vitamins and nutrients compared to thermally processed equivalents and for their characteristic "fresh" flavor profile [2] . Complex enzyme-induced reactions rapidly generate odor volatiles when raw plant tissues are mechanically broken down during mastication. For example, lipoxygenases present in plant tissue produce a range of C-6 alcohols and aldehydes, associated with "green" flavors [3, 4] . Some volatiles may be present in the form of non-volatile glycosides, requiring glucosidase enzyme activity from a-amylase present in saliva, for release and perception [5] . Sulfur containing glucosinolates are wellcharacterized in brassica vegetables, constituting only a minor component (0.1e0.6% dry weight) [6] . Myrosinase (thioglucoside) enzyme activity present in plant tissue is essential to convert glucosinolates into their bioactive and volatile isothiocyanate form [6] . While glucosinolates are well-known in brassicas, the presence of S-alkyl-L-cysteine conjugates is less familiar, although the latter constitute up to 1e2% of dry weight [7] . S-methyl-L-cysteine sulfoxide (SMCSO, PubChem CID: 182092), is a non-volatile amino acid abundant in many brassica vegetables [7, 8] . The breakdown of SMCSO requires the activity of cysteine-S-conjugatebeta-lyase (CBL) enzyme (EC 4.4.1.13), naturally present in plant tissues [9, 10] . Various CBL-subtypes have also been characterized in human tissue extracts and play an important role in liver detoxification pathways [11, 12] . Considerable CBL activity is present within anaerobic bacteria naturally present in the oral cavity and saliva, such as Fusobacterium nucleatum, which contributes directly to the breakdown of L-cysteine-S-conjugates [8] . Cystathionine b-lyase enzyme (EC 4.4.1.8), present in Veillonela spp. bacteria in saliva also has CBL activity [13] .
CBL catalyzes the cleavage of CeS bonds of L-cysteine-S-conjugates in the presence of pyridoxal-5-phosphate co-factor (P5P), to liberate methanesulfenic acid, ammonia and pyruvate ( Fig. 1) [7] . Methanesulfenic acid is unstable and spontaneously undergoes disproportionation to generate the volatile compound methanethiol (MT, PubChem CID: 140171) which then dimerizes to form the odor active volatiles dimethyl disulfide (DMDS, PubChem CID: 12232) and dimethyl trisulfide (DMTS, PubChem CID: 19310) [14, 15] . SMSCO and its non-volatile decomposition products (S-methyl methanethiosulfinate (PubChem CID: 95200), S-methyl methanethiosulfonate (PubChem CID: 18064)) exhibit anti-microbial, anti-carcinogenic and other physiological effects [7, 12, 16, 17] .
Differences in the composition of the human oral microbiome have been characterized, with most sites in the oral cavity having up to 20 to 30 different predominant species and the number of predominant species ranging from 34 to 72 between individuals. Species from genera Gemella, Granulicatella, Streptococcus, and Veillonella are common in the human oral microbiome [18] . We hypothesized that differences in the composition of individual oral microbiota would lead to individual differences in CBL activity, and hence, the degree of breakdown of SMSCO and the amount of sulfur volatile production in the mouth. This study characterized inter-individual differences in the extent of in-mouth sulfur volatile generation from plant material (raw cabbage) and subsequent aroma development using an ex vivo saliva monitoring technique and sensory evaluation. Build-up of sulfur volatiles in the mouth over repeated mouthfuls was also demonstrated in an in vivo experiment. 
Materials and methods

Chemicals and reagents
Volatile reference standards were purchased from Sigma-Aldrich (Castle Hill, Australia); dimethyl disulfide, dimethyl trisulfide, hexanal, (E)-2-hexenal, 1-hexanol, allyl isothiocyanate (2-propenyl isothiocyanate) and 4-methyl-1-pentanol. 2,3,5-trithiahexane (PubChem CID: 93236) was supplied by Penta Manufacturing Corporation (Livingston, NJ, USA) and S-methyl-L-cysteine-sulfoxide was purchased from Cayman Chemicals (Sapphire Bioscience, Beaconsfield, NSW, Australia).
Ethics and saliva collection
Approval to collect and use human saliva in the ex vivo PTR-MS experiments was obtained from CSIRO low-risk ethics committee (LR-02-2016-F). Twenty one healthy subjects, 13 female (45 AE 12 years) and 8 male (42 AE 12 years) participated in the study and experiments were conducted one subject at a time over two separate two week periods. Saliva was collected between 9:00 and 11:00 hr. Subjects were instructed to have their usual breakfast and to brush their teeth using their normal dental care product and regime. Subjects were asked to refrain from using mouthwash and to stop eating and drinking (with the exception of water) one hour before collection. All subjects provided written informed consent before participation. Subjects were instructed to rinse their mouth twice with room temperature water (PureauÒ, Noble Beverages, St Marys, Australia). After 5 minutes, subjects were asked to chew on a piece of 4 Â 4 cm 2 wax ParafilmÒ (Bemis, Oshkosh, WI, USA). Stimulated saliva (w30 mL) was collected into 50 mL centrifuge tubes. During collection and handling (w5e10 min), saliva was kept on ice. Half of the fresh saliva (w15 mL) was deactivated by microwaving the loosely closed plastic tube in a beaker of water using defrost mode (Sharp R-230F, 800 W), until the beaker water was visibly boiling (w10 s). The sample was removed and cooled and the microwaving process was repeated twice. Deactivated saliva was cooled to room temperature before using. Small loses in volume were corrected by addition of protein free artificial saliva buffer [19] . Using the ex vivo volatile method described below (Section 2.6), we demonstrated that the microwave conditions were sufficient to completely inhibit production of sulfur volatiles associated with CBL activity (data not shown). Deactivated saliva samples were required as controls for each subject, because mucin and amylase protein content varies considerably between individuals and both are known to affect volatile release [20, 21] . Prior to performing experiments, saliva samples were incubated for (15 min) to reach a temperature of 37 C in a temperature controlled incubator (Sanyo, Japan).
Preparation of cabbage for experiments
The amount and distribution of gluscosinolates and SMSCO in brassica vegetables varies widely according cultivar and growing conditions [6] . To obtain consistent material for use across experiments, a homogeneous batch of cabbage powder was prepared. Fresh whole red cabbages (Brassica oleracea var. capitata f. rubra, L.) w2 kg, were purchased from a local supermarket. After washing and rinsing with Milli-Q water, the outer leaves were removed and discarded. The cabbages were cut into quarters and processed a quarter at a time. For the ex vivo assay, roughly chopped cabbage pieces (w1 cm 2 ) were transferred into liquid nitrogen (Linde Australia) and blended in a stainless steel vessel into a fine powder until the whole cabbage was processed. The cabbage powder was pooled, mixed and distributed into 20 separate plastic storage tubes (50 mL) sealed and stored frozen at À80 C until later use. For the in vivo study, roughly fresh cut fresh cabbage pieces (2 cm 2 ) were weighed into plastic cups (4 g). Cooked cabbage was prepared by steaming for 5 minutes, cooling and cutting into w2 cm 2 pieces.
Quantitative measurement of SMSCO in cabbage
SMCSO was dissolved in acidified 70% methanol solution (formic acid 0.1 %) and a series of concentrations were used to construct an external calibration curve between 0.1 and 2 mg/mL. Raw and cooked cabbage was macerated in 70% acidified methanol (70%) using an Ultra-Turrax (T 25) followed by centrifugation. Samples were analyzed using a Dionex Ultimate-3000 liquid chromatograph coupled with triple quadrupole mass spectrometer (TSQ-Quantiva, Thermo Scientific, USA). The chromatographic separation was performed on an Intrada amino acid column (Imtakt Corporation, Japan) (3 mm Â 150 mm) and the column oven was kept at 35 C.
Calibration standard solutions and extracts were injected by autosampler (2 mL injection volume). The mobile phases were 100 mM ammonium nitrate (A) and 0.1% formic acid in acetonitrile (B). The flow rate was 600 mL/min and the gradient program began at 14% B (3 min), then ramped to 100% B at 10 min and held for 1.5 min and then ramped to 14% B at 12.5 min and held for 2.5 min. The water content of raw cabbage was taken as 92% to calculate the SMSCO content on a dry weight basis [22] . 2.5. Solid phase microextraction (SPME) and gas chromatography-mass spectrometry
Frozen cabbage powder (1 g) was transferred quantitatively into headspace vials (20 mL) and 20 mL of 4-methylpentanol internal standard (40 mg/mL) and 1 mL of Milli-Q water (37 C) were added. Immediately after collection, either fresh or deactivated saliva (2 mL) was immediately added and vials were sealed with a gas-tight TeflonÒ seal. Samples were incubated at 37 C for 30 min. After incubation saturated calcium chloride solution (1 mL) was injected into the vials through the septum using a stainless steel cannula (24-gauge). To evaluate the effect of saliva on volatile development, replicate samples of cabbage incubated with fresh (n ¼ 2) and deactivated (n ¼ 2) saliva samples across the subjects (n ¼ 10, 40 samples total) were measured. Headspace vials were placed into the auto sampler for the GC-MS analysis (AOC-5000 Plus, Shimadzu, Kyoto, Japan). The headspace was extracted using solid phase microextraction (SPME) (Carboxen/divinylbenzene/polydimethylsiloxane, Stableflex TM (Supelco, USA), 50/30 mm, 23 gauge) fibers at 37 C (30 min) with sample agitation and analyzed by gas chromatography-mass spectrometry (Shimadzu 2010 GC-MS). The SPME fiber was desorbed at 240 C (splitless) for 5 min. Separation ) and in most cases identification was confirmed using reference standards and matching retention times. SPME volatile integrated area data were calculated using the LabSolutionsÒ software (Shimadzu).
Ex vivo saliva PTR-MS protocol
Volatiles were measured using high-sensitivity quadrupole mode PTR-MS (Ionicon Analytic GmbH, Innsbruck, Austria). The inlet flow rate was set to 100 mL/m. The temperatures of inlet tube and reaction chamber were 70 C and 80 C, respectively.
The drift tube voltage was 600 V and the pressure was 2.19 mbar. Frozen cabbage powder (4 g) was weighed into a sealed Schott bottle with a Teflon stir bar and thawed to room temperature (60 minutes). Immediately prior to experiments, 10 mL of protein-free artificial saliva buffer (37 C) and was added to the vessel and connected to the PTR-MS via a Luer lock connection as described previously [23] . Fresh and deactivated saliva were kept on ice until placing in an incubator (37 C) for 15 m prior to the experiment. The time between saliva collection and PTR-MS experiments was no more than 15 min. During piloting experiments, the headspace volatiles were measured in scan mode from m/z 40e150. A number of major ions increased after either macerating fresh cabbage samples (without addition of saliva) or after addition of fresh saliva to cabbage. Pure reference volatile standards (w5 mg/L) in water were used to determine the PTR-MS fragmentation patterns for key volatile compounds identified by GC-MS (Table 1) . Most of the volatiles had common ions. For example, the main fragment for DMDS was the Table 1 . Details of the main volatiles present in cabbage headspace, associated odor character, quantitative ion (m/z) monitored by gas chromatographymass spectrometry (GC-MS) and main ions (m/z, %) measured for reference compounds by proton transfer reaction mass spectrometry (PTR-MS), odor thresholds in water and mean concentrations (n ¼ 10 subjects) in cabbage powder incubated with either deactivated (Deact) or fresh saliva measured by GC-MS. P value for comparison of deactivated and fresh saliva. MþH þ ion, m/z 95 (100%), however it also produced a significant amount of m/z 79
, 49%), which was the most abundant ion for DMTS. Although no reference standard was available for methanethiol (MT), the fragment at m/z 49 (100%) was assigned to this molecule consistent with previous reports [24] . It should be noted that other non-characterized volatile species present in individual saliva samples may have also contributed to some of the PTR-MS ions monitored. A selected ion monitoring method was programmed such that a full acquisition cycle of ions of interest (Table 1) were scanned for 50 cycles (200 s) to reach a steady state baseline, before introduction of either fresh (8 mL) or deactivated (8 mL) saliva through a syringe via a cannula into the Schott bottle vessel [23] . Samples were then scanned for a further 100 cycles (400 s). The area under the curve (AUC) for the first 10 cycles (40 s), the first 20 cycles (80 s) and the full 100 cycles (400 s)) was calculated using ExcelÒ (Microsoft). The AUC values for deactivated saliva samples were also measured. Two replicates for fresh and deactivated saliva were measured for 10 subjects. Further fresh saliva ex vivo samples for an additional 11 subjects were measured in duplicate, so that data for a total of 21 subjects were available to understand potential relationships between the degree of individual volatile production after incubation with fresh saliva and sensory quality.
Consecutive mouthful in vivo volatile release experiment
The purpose of the in vivo experiment was to test whether significant buildup of SMSCO-derived sulfur volatiles occurred within the timescale of a typical eating event, e.g. over 20 consecutive mouthfuls (24 s each) over a total consumption period of 480 s (8 min) period. Cooked cabbage (5 min steaming) was used as a control sample to confirm that there was no significant generation of sulfur volatiles from thermally processed material. Room temperature roughly chopped raw or cooked cabbage samples (w4 g) were weighed into individual plastic cups (n ¼ 20). An animated visual guide was programmed (Adobe FlashÒ) to coordinate the breath cycles and intake of twenty consecutive mouthfuls of either fresh or cooked cabbage [25] . A plastic disposable cannula was firmly placed in the subject's nostrils by tightening the plastic tubes at the back of the subject's head. The inlet of the PTR-MS was connected via peek tubing to the cannula and volatiles were measured in multiple ion monitoring mode as described in the previous section. The subject was asked to follow the animation on the computer screen for the consumption protocol. Initially they breathed for 5 cycles and then placed the cabbage sample in their mouth and chewed for 2e3 times prior to swallowing (24 s period).
After another 5 breathe cycles another 19 consecutive cabbage samples were consumed according to the strict protocol. For the in vivo measurements a flow rate of 400 mL/min was used. To increase sensitivity, only m/z 49, m/z 79, m/z 95, m/ z 111 and m/z 127 were measured (1 scan/s). Replicate fresh (n ¼ 6) and cooked (n ¼ 6) samples were consumed by one trained assessor according to the strict eating and breathing paradigm to ensure good temporal alignment of data. The area under the concentration curve (AUC) from the first to tenth mouthful (AUC-1-10) and from the eleventh to twentieth mouthful (AUC-11-20) were calculated and used in statistical comparisons.
Triangle testing and sensory evaluation
Within 30 min of completion of the ex vivo PTR-MS measurements, a volume (2 mL) of remaining samples from the deactivated and fresh saliva treatments were transferred into individual plastic cups and closed with a lid. Duplicate series of either; two deactivated saliva and one fresh saliva (BBA), or two fresh saliva and one deactivated saliva (AAB) samples were labelled with a random 3-digit code and presented to individual subjects (n ¼ 21) as an alternative forced choice test (3-AFC) where subjects were required to choose the sample that differed from the other two presented in randomized order (a total of 4 assessments). Subjects were blindfolded in comfortable seated position. A technician removed the sample lids one at a time and held each of the three samples below the subject's nose and asked the subject to guess which sample was different. The total number of correct guesses for the four separate tests was calculated (0e4). Subjects were then asked to rate whether the following attributes were stronger or weaker in the fresh saliva sample compared to the deactivated saliva sample on a 100-mm line scale;
green-odor, garlic-odor and overall odor intensity. The midpoint on the scale represented the same intensity or no difference. The left hand anchor was labeled weaker and the right hand anchor labelled stronger. The average intensity of each attribute was calculated for the fresh saliva samples and used to compare to volatile profiles. The one sample binomial test (Genstat) was used to analyze the data from the triangle tests. Principal components analysis was performed using the standard procedure in Genstat after normalizing data (1/standard deviation).
Data processing and analysis
Results and discussion
Solid phase microextraction measurement of cabbage headspace volatiles
The SPME headspace profiles of fresh macerated cabbage (without addition of either fresh or deactivated saliva) was dominated by dimethyl trisulfide (DMTS) and dimethyl disulfide (DMDS) consistent with previous studies (Table 1 ) [26, 27] . Only trace amounts of methanethiol (MT) were measured by the SPME method (Table 1) . 2,3,5-trithiahexane (TTH, or methyl methylthiomethyl disulfide) was also identified as a major volatile component in the raw cabbage headspace, previously reported only in cooked brassica vegetables [27, 28] . The low olfactory threshold concentrations and the measured concentration of MT, DMTS and TTH indicated that these sulfur volatiles had high odor impact relative to the other volatiles present in cabbage [28, 29] . In the presence of deactivated saliva, a background level of SMSCO-derived sulfur volatiles was measured, indicating a contribution of endogenous plant CBL enzyme activity. Allyl-isothiocyanate (2-propenyl isothiocyanate) was the major glucosinolate breakdown product present in the cabbage headspace, as expected [6, 26] . Typical C-6 volatiles generated from lipoxygenase pathways were also major components; hexanal, 1-hexanol and (E)-2-hexenal [3] . After incubation with fresh saliva, the concentration of DMDS, DMTS were significantly higher (p < 0.001), indicating that CBL activity also was present in human saliva (Table 1) . No differences were measured for (E)-2-hexenal or hexanal. A significantly higher amount of 1-hexanol was measured after treatment with fresh saliva. The significantly higher concentration of 1-hexanol in fresh saliva may have indicated the presence of hexyl b-D-glucoside (not measured) in cabbage and release of 1-hexanol due to the activity of salivary aamylase [5, 30, 31, 32] . Despite the higher amount of 1-hexanol in the fresh saliva, the concentration was still below the olfactory threshold and was considered unlikely to affect the sensory properties. The reason for the lower concentration of hexanal in the fresh saliva may have been due to a change in the confirmation of the denatured saliva proteins, leading to greater binding. The heat denatured saliva proteins in the deactivated saliva may have interacted with this volatile differently [5, 31] . In summary, the SPME GC-MS data demonstrated significant increases in key odor-active sulfur volatiles, typically generated from the breakdown of SMSCO through CBL enzyme activity [7, 8] . Few differences were measured for volatiles produced through lipoxygenase pathways, for example (E)-2-hexenal and hexanal.
Ex-vivo and saliva measurement using PTR-MS
Typical PTR-MS volatile profiles for ex vivo fresh saliva experiments are shown for the most concentrated volatile ions for two individuals; a relative high (Subject 18) and low (Subject 3) producer of sulfur volatiles (Fig. 2) . After the addition of saliva at (cycle 50) there was an almost immediate increase in the amount of MT (m/z 49), which was by far the most abundant sulfur volatile measured. After a short lag period a clear increase in m/z 95 (DMDS) and then m/z 79 (DMDS and DMTS) were measured. Significant increases in m/z 111, m/z 93 and m/z 127 were measured after a longer induction period. In previous studies, there has been speculation that DMDS and DMTS may form spontaneously when MT comes in contact with heated or metallic surfaces such as the injector inlet of a gas chromatograph and hence may be heat induced artifacts [33] . The PTR-MS data did not support this, confirming recent findings from other groups [24] .
The ion m/z 93 was the main PTR-MS fragment from TTH and also a major ion from DMTS. The m/z 127 ion corresponded to the MþH þ ion for DMTS. The ion m/z 111 increased in all samples after the addition of fresh saliva, although m/z 111 ion was not present in the reference PTR-MS spectra for either DMTS or TTH. In contrast, , and 1-hexanol (m/z 57) decreased at similar rates over time after addition of both fresh and deactivated saliva ex vivo, indicating that these volatiles were not significantly increased by salivary enzymes. This was in contrast to the GC-MS result for 1-hexanol, in which a higher amount was measured in fresh saliva.
The AUC after 10 (40 s), 20 (80 s) and 200 (800 s) cycles for selected monitored ions for fresh and deactivated saliva for ten subjects were measured ( Table 2 ). Significant differences (p < 0.05) were measured for most ions between fresh and deactivated saliva and also between individuals at each time point (Table 2) Table 2 ). The data also clearly showed differences between individuals in the rate of production of saliva were expected to result in differences in sensory perception.
To determine whether differences in sensory perception, could be perceived triangle tests (3-AFC) were completed on cabbage incubated with fresh and deactivated saliva. Overall, there were 84 separate triangle tests performed (21 subjects, 4 triangle tests). A total of 61 tests were correct, significantly higher than chance (p < 0.001), indicating that sensory differences between deactivated and fresh saliva samples were able to be perceived by most assessors (Table 3) (Table   4 ). MT (m/z 49) and DMDS (m/z 95) were strongly correlated (r ¼ 0.76, p < 0.001).
The odor intensity and garlic odor character were significantly correlated to each other (r ¼ 0.89, p < 0.001). Although the intensity and garlic attributes were positively correlated with most volatiles, the strongest relationships were with higher of ex vivo saliva samples for all subjects (n ¼ 21) are summarized in a principal component bi-plot (Fig. 3) . Low producers of sulfur volatiles (left hand side) generally reported greater green character than the garlic or odor intensity in ex vivo saliva samples. High sulfur volatile producers (right hand side) reported higher odor intensity and garlic odor character, particularly associated with m/z 93 and m/z 111, which are key ions from DMTS and TTH. Although based on only a small number of subjects (n ¼ 21), these data suggest increased SMCSO derived sulfur volatile production was positively related to the perceived intensity and garlic odor and negatively associated with green odor character in ex vivo extracts.
In vivo consecutive mouthful experiment
The average in vivo release for the last ten mouthfuls (AUC-11-20) compared to the first ten mouthfuls (AUC-1-10) for raw and cooked cabbage are shown in Fig. 4 . It should be emphasized, that the cabbage samples were swallowed and that the volatiles measured were mainly due to residual cabbage juice and pieces present on the surfaces of the oral cavity in contact with saliva. All sulfur volatiles increased in the raw cabbage over the twenty mouthfuls and were significantly higher (p < 0.001) for the latter ten mouthfuls. There was no significant increase or build up over time of any volatile in the cooked cabbage samples. These data demonstrated that SMSCOderived sulfur volatiles were generated within the mouth during the typical timescales of an eating event (8 min period). The amount of SMSCO in the fresh cabbage powder was estimated to be 932 mg/100g and 875 mg/100 g after steaming for 5 minutes. In a previous study, cysteine S-methylesulfoxide conjugates were mostly retained (85.7%) in Allium vegetables after steaming for 4 minutes, but were substantially lost with longer cooking times (<15 minutes) [35] . The enzyme co-factor pyridoxal-5 0 -phosphate (P5P, vitamin B-6) and associated pyridoxal kinase enzyme activity are required for CBL activity [12] . We speculate that P5P was not available in the cooked cabbage samples, preventing CBL activity.
Conclusions
An ex vivo PTR-MS method was developed for real-time measurement of SMSCO breakdown in red cabbage by CBL activity in bacteria present in saliva and quantitative differences between individuals were characterized for the first time. Significant buildup of SMSCO-derived volatiles in vivo over an eight minute repeated mouthful eating session was also demonstrated. Relationships between the degree of volatile production and the perception of raw cabbage aroma in ex vivo saliva samples was determined using human subjects (n ¼ 21). This study clearly showed for the first time in raw plant tissue (cabbage) almost instantaneous production of MT, before the formation DMDS, DMTS and TTH. The PTR-MS data from ex vivo experiments showed that there was up to a 10-fold difference in the concentration of MT between the lowest and highest producing individuals, affecting sensory properties. The rates of formation of higher molecular weight sulfur volatiles also differed widely between individuals. The presence of sulfur volatiles generated in mouth from SMSCO by bacterial enzymes may be part of the unique flavor experience of eating raw or minimally processed cabbage and other brassica vegetables. In contrast, there was little evidence that the breakdown of aroma glycosides by salivary a-amylase enzyme played any role in the sensory differences of the ex vivo cabbage samples.
Apart from differences in individual aroma release in the oral cavity and perception as shown in this study, the breakdown of SMSCO during the oral phase of digestion may have wider implications for individual digestion, the gut microbiome and health [11, 12] . Future research using a larger cohort will be required to confirm the results described in this study and better ascertain whether the degree of in mouth volatile production from SMSCO is related to brassica vegetable liking and/or consumption frequency. Better characterization of the variation in different bacterial species in individual oral microflora, the level of CBL enzyme produced and the degree of sulfur volatile production may be warranted in future investigations. Additionally, the effects of bacterial enzymes resulting in differences in odor release and flavor perception should be further explored to better understand whether this is a common feature of other plant foods.
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